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INTRODUCTION

— Immunophenotyping via Flow Cytometry — Genomic Analysis

FIGURE 3A. Whole Exome Sequencing Analysis

The acquisition of fresh tissue is often an impediment to significant research advances. To provide
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however, trends were observed with regard to percentages of tumor and immune cell populations. FIGURE 2B. Flow Cytometric Profiling of 500+ Unique Tumor Samples rs10241326 T < EGFR
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FIGURE 1. In vitro Cell Culture
of Dissociated Tumor Cells.

FIGURE 1. Cells Remain Viable in Short-Term Cultures

- Tumor cells aggregate into spheroid clusters

FIGURE 2. Immunophenotyping of Dissociated Tumor Cells by Flow Cytometry.

Ovarian and colorectal dissociated
Colorectal | tumor cells were analyzed for tumor (A) Single cell suspensions of dissociated tumors were analyzed for tumor (EpCAM+) and immune  High Quality DNA and RNA Isolation
Cancer | (EpCAM+) and immune (CD45+) cells (CD45+) cells by flow cytometry. CD45+ immune cells were further analyzed for CD4+ T cells (CD3+ - Suitable for whole exome and whole transcriptome analysis

CD4+), CD8+ T cells (CD3+ CD8+), B cells (CD19+4), NK cells (CD3- CD56+), monocytic cells (CD14+) and
granulocytic cells (CD15+). Data are representative of 560 unique samples across 11 different
indications. (B) The average percentage of each cell population described in Figure 2A across 11

by flow cytometry. Single cell
suspensions were then cultured in
DTC Growth Media. Following 5 days

Tumor and Immune Cells can be Further Purified via Magnetic Separation
- High purity and viability of isolated cells

Ovarian in culture, cultures were exan'lnined for ?ndications (left panel). Tumor and immune cells were calculated from Fotal viable cells, while each . Integration of Large Datasets Enables In-depth Characterization
Cancer the presence of tumor and immune immune cell subset was calculated as a percentage of CD45+ immune cells. (C) Lung
- cells by flow cytometry. Cultures were adenocarcinoma dissociated tumor cells were subdivided by stage based on the pathology reports
< . . . . .
g also analyzed for the formation of (top panel) or patient smoking history (bottom panel) and correlated with the flow cytometry data To view this poster online visit: www.dls.com/sitcp100 or scan:

tumor spheres by light microscopy. described in Figure 2A.
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